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by Mark Gerstein  a few seconds ago
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Dr. J. Craig Venter
@JCVenter
@matthewherper @statnews @carlzimmer we will publish our analysis of it/carl z

9 AYEARAGO

2 Chris Dwan
’T @fdmts

@MarkGerstein @carlzimmer @statnews we're gonna be hard pressed to find a molecular
mechanism there ... #hypothesisfree #bigdata

90 AYEARAGO

Y Yale University

@Yale
Yale's @MarkGerstein among supporting cast in @carlzimmer's #GameofGenomes
bit.ly/29FNTak via @statnews

9 2 YEARS AGO

e SWOG Cancer Research

SWOoG @SWOG

#SWOGOnc's @MarkGerstein from @YaleCancer helps sequence Carl Zimmer's genome in

99 2 YEARSAGO

;*“E sushant
>  @sushant211

Thanks @aayushraman It was a team effort by @MarkGerstein lab and @carlzimmer was very
kind to give us this opportunity.

99 2YEARSAGO
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PYLENCYNONHCREFVOCESIDVACHPCGYALPKAQTTVTCHMENGWSPTPRCIRVETCSKSSIDIENCFISESOY TYALKEEREY QCKLGY
PRIDVHLVFDREKDQYEVGEVLEFSCRPCFTIVGPNSVOCYHFGLSPDLF ICKEQVOSCCPPPELLNGHNVEEKTKEEYGHSEVVEYYCNE
KCKSENLIILEEHLENKKEFDHNSNIRYRCRGKECHWIHTVCINGRWDEPEVHNCSMAQTIQLCPPPPQIPNSHNMTTTLRYRDCEEVSVLCOE
KSPPEISHGVVAHMSDSYQYGEEVTYRCFEGFCIDGPATAKCLGEEWSHPPSCIKTDCLSLPSFENATPMGEKKDVYKAGEQVTYTCATY
PPPIDNGDITSFPLSVYAPASSVEYQCONLYQLEGNERITCRNGOWSEPPECLHPCVISREIMENYNTALRWTAKQRKLYSRTGESVEFVC
o d 1 chrl:196659237:C:T GERP==9.09;CFH nonsynonymous ENSTO00003674259.4 3
ILTGEWSDOTY PEGTOAIYECRPGYRSLONVIMVCREGEWVALNPLRECQERPCGHPGDTPFCTF TLTCEHNVFEYGVEAVYTCHNEGYQLL
SPDVINGSPISQKIIYRKENERFQYKCHNMGYEYSERCDAVCTESCGWRPLPSCEEKSCDNPYIPNGDYSPLRIKHRTGDEITYQCRNGIYPA
PYLENCYNONHGREFVOCKSIDVACHPCYAL PKAQTTV TCMENCWSPTPRCIRVETCSESSIDIENCEF ISESQYTYALKEERAKY QCELGY
PEIDVHLVPDREEDOQYEVCGEVLEFSCKPGF TIVGPNSVOCYHFCLSPDLE ICKEQVQSCCPPPELLNCGHVEEETKEEYGHSEVVEYYCHNE
KCKSENLIILEEHLENKKEFDENSNIRYRCRCKECWIHTVC INGRWDPEVHNCSMAQIQLCPRPPPQIPNSHNMTTTLNYRDCERVSVLCOE
KSPPEISHGVVAHMSDSYQYGEEVTYRCFEGFCIDCPATARCLGEKWSHPPSCIKTDCLSLPSFENAIPMCEKKDVYKAGEQVTYTCATY
PPPIDNCDITSFPLEVYAPASSVEYQCONLYQLECGNERITCRNGOWSEPPECLHPCVISREIMENYNIALRWTAKQELYSRTGESVEEVC
ILTGESWSDOTY PEGTOATIYECRPCYRSLONVIMVCRECGEWVALNPLRECQERPCCGHRPCDTPFCTFTLTCCNVFEYGVEAVYTCNEGYQLL
SPDVINGSPISQOKIIYRENERFOYECHNMGYEYSERGDAVCTESGWRPLEPSCEEKSCDNPY IPNGDY SPLRIKHRTGDEI TYQCRNGEYPA
PYLENGYNONYGREFVQCESIDVACHPCYATL PEAQTTVTCMENGWSPTPRCIRVETCSESSIDIENCEFISESQYTYALKERAKY QCELGY
PEIDVHLVPDREKDOYEVGEVLEFSCEKPGF TIVGPNSVOCYHFCLSPDLPICKEQVQSCCPRPPELLNCHNVEEETEEEYGHSEVVEYYCNE
KCKSSNLIILEEHLENEKEFDHNSNIRYRCRGKEGCWIHTVCINGRWDEPEVNCSMAQIQLCPPPPQIPNSHNMTTTLRYRDCEEVSVLCQE
KSPPEISHGVVAHMEDSY QY GEEVTYRKCFEGFGIDCPATAKCLGEKWSHPPSCIKTDCLELPSFENAIPMCEEKDVYKAGEQVTYTCATY
PPPIDNGDITSFPLEVYAPASSVEYQCONLYOLEGNEKRITCRNGOWSEPFECLHPCVISREIMENYNIALRWTAKQRLYSRTGESVEEVC
15 chr7:150553605:C:T GERP=-0.636;R0C1 nonsynonymous ENSTOOO000360937.4
VEPSDLESNOELEAVHSFLWSKEELRLOPSSTTTMAKNTVEF L IEMLLPREYHEVLRFLDKCEREPVREARAVIFFCDOEHPNVTEFAVCGELEG
LHPTGLELLVDHGSTDACHWAVEQVWYNCGEFYGSPEELARKYADGEVDVVVLEDPLPCCEGHDSTEEPFLI SSHKPRCDFPSFIHVSGER
PETATFLDTFHYYDADDEVEYPRALCLFEMPTGVPLRREFNSNFKGCFNF YAGLEGOVLVLRTTSTVYNYDY IWDF IFYPNGVMERAKMHA
ELPKYLLFTSPQENPWCHERTYRLOTHSMADOVLPPCHWOEEQATTWARY PLAVTEYRESELCSSSIYHONDPWHPPVVFEQFLHNNENTE

VEPSDLSNOELEAVHSFLWSKEELRLOPSSTTTMAKNTVFLIEMLLPEKYHEVLREFLDKCEREFVREARAVIFFCDOEHPNVTEFAVGFLEG
LHPTGLELLVDHGSTDAGHWAVEQVWYNCEFYCSPEELARKY ADGEVDVVVLEDPLPCCKCGHDSTEEPFLF SSHKPRCGDFPSFIHVSGER

DEMATETT NMTITVVRAMMDIUTEVDDAT AT ETMDMAUDT DDOTNOVMEEAOCTMTYRAAT FoNIT UT DMMmoOmMUrvsa YNy TLINT TEVYDAMIMP R TWIT A

In an act of science guinea pigging, @carlzimmer bares his "Zimmerome" bit.ly/29Nrbd2
pic.twitter.com/H39SwQq30j

STAT

Watch as @carlzimmer is genetically dissected like a frog bit.ly/29JoITS #GameofGenomes
pic.twitter.com/ZsOdaNcTB8

STAT @STATNEWS - 2 YEARS AGO
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ICYMI Game of Genomes: feat @carlzimmer @MarkGerstein @konradjk
statnews.com/feature/game-o... via @statnews #genomics #NGS pic.twitter.com/zXM2rJDVFu

, SUMIT MIDDHA @BIOINFOSM - 2 YEARS AGO

Ethan Weiss
N @ethanjweiss
@matthewherper @carlzimmer @statnews Most interesting tidbit was that Gerstein said he

would not have had courage to do this himself!

99 2 YEARSAGO

B Shrikant Mantri
i @thinkgenome
About the series: Watching my genome flow into Gerstein's computer made me a little giddy. ...
Scientists hav... bit.ly/29BDpHg

99 2YEARS AGO

https://storify.com/markgerstein/saved-favorite-mention-tweets-from-start-to-6-aug-.html 3/26


https://twitter.com/
https://twitter.com/bioinfosm
https://twitter.com/bioinfosm
https://twitter.com/bioinfosm/status/752884448526467072
https://twitter.com/carlzimmer
https://twitter.com/MarkGerstein
https://twitter.com/konradjk
https://t.co/U3GkIa8930
https://twitter.com/statnews
https://twitter.com/#!/search?q=%23genomics
https://twitter.com/#!/search?q=%23NGS
https://t.co/zXM2rJDVFu
https://twitter.com/ethanjweiss
https://twitter.com/ethanjweiss
https://twitter.com/ethanjweiss
https://twitter.com/
https://twitter.com/ethanjweiss/status/752518577853460480
https://twitter.com/matthewherper
https://twitter.com/carlzimmer
https://twitter.com/statnews
https://twitter.com/thinkgenome
https://twitter.com/thinkgenome
https://twitter.com/thinkgenome
https://twitter.com/
https://twitter.com/thinkgenome/status/752490650440912897
https://t.co/9MTNjJNoVe

1/14/2018 Saved Favorite Mention Tweets from start to 6 Aug. '16 (subset of all)

Coming 7/11/16 @statnews #GameofGenomes pic.twitter.com/hdoexCkZax

, CARL ZIMMER @CARLZIMMER - 2 YEARS AGO

A\ Grad School at Sinai

fealn
chool of

i« @GradSchoolSinai

In case you missed last week’s #GBM seminar, here’s @MarkGerstein’s talk on personal
#genomics. bit.ly/1X9qvsd @GradSchoolSinai

9 2 YEARS AGO

A\ Grad School at Sinai

feahn
hool of

i @GradSchoolSinai

View @MarkGerstein talk on "Personal #Genomics" @icahn Institute #GBM Seminar on Mon.,
6/6, here: bit.ly/1X9qvsd @GradSchoolSinai

99 2 YEARSAGO
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Icahn School

A of Medicine at nature
Mount
Sinai

Genomlcs Big Data, and Medicine

Join Mark Gerstein, PhD for
“Personal Genomics”

Monday, June 6t, 1 - 3 pm
Hess Building, 1470 Madison Ave
Davis Auditorium
Dr. Mark Gerstein’s current research is focused on
bioinformatics and he is particularly interested in data
science and data mining, macromolecular geometry and
simulation, and human genome annotation and cancer
genomics. He has published considerably in scientific
journals, with over 400 publications in total, including
prominent venues such as Science, Nature, and Scientific
American.

Keynote Speaker:
Mark Gerstein, PhD
Albert L Williams Professor
Biomedical Informatics, Molecular Biophysics
and Biochemistry, Yale University

GBM is an annual speaker series presented by the
Icahn Institute for Genomics and Multiscale Biology
Organizers: Judy Cho, Pamela Sklar, Eric Schadt, and Orli Bahcall

%" Join the conversation at #GBMseminar

mt #bioinformatics #bioit @lcahnlnstitute: 'Today at 1pm: @MarkGerstein, #Bioin...
pic.twitter.com/gmvLbCkAOw, see more tweetedtimes.com/search/%23bioi...

9 SEQCOMPLETE @SEQCOMPLETE - 2 YEARS AGO
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scaling Using Larva to do burden testing

landscape of variants

FﬁnSeq to integrate evidence

- Annotating non-coding regions

“sensitive sites”

’?etWOrk connectivity 2 THRE Evolution of a Consortium

allelic elements

PersonalGenomics:Managing Exponential DataScaling through Prioritizng High-Impact Variants
@MarkGerstein #GBMSeminar pic.twitter.com/51niMcmw?2s

ICAHN INSTITUTE
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Personal Genomics
as a Gateway into Biology

Personal genomes soon will become a commonplace part of medical research & eventually treatment
(esp. for cancer). They will provide a primary connection for biological science to the general public.

15 = Loctures Gersteinlab.og

In the future, everyone will have their #genome #sequenced, particularly if they are sick.
@MarkGerstein #GBMseminar pic.twitter.com/5WB13l0Hvf

y ICAHN INSTITUTE @ICAHNINSTITUTE - 2 YEARS AGO

Icahn Institute
@lcahnlinstitute

“The big thing happening today is the big amount of private data being collected —>new
challenge in terms of access & privacy" @MarkGerstein

9 2 YEARS AGO
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f a sequencing pipeline

- o
The changing Fous

S

See @MarkGerstein's #GBMseminar slides at lectures.gersteinlab.org/summary/Managi...
pic.twitter.com/UTRNxYKgqMS

ICAHN INSTITUTE
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Sequencing Data Explosion:

)
L (
Faster than Moore s Law for a Time (or a S-curve

- DNA sequencing has
gone through
techr

| S-curves

Excited to welcome @Yale's @MarkGerstein to #GBMseminar for a discussion on Personal
#Genomics! pic.twitter.com/8GEFrpfpWR

ICAHN INSTITUTE

. Eimear Kenny
o @EimearEKenny
Prepping for highly anticipated talk from @MarkGerstein for GBM series @IcahnInstitute

@IcahnMountSinai Davis in Hess @ 1pm

2 YEARS AGO

Icahn Institute
@lcahnlinstitute
Join us on Monday from 1-3pm for our #GBMseminar to hear @MarkGerstein discuss Personal

#Genomics. RSVP for free at events.mountsinaihealth.org/event/GBM_ semi...

2 YEARS AGO

Brad Hargreaves
@bhargreaves

In which the New Yorker labels me an "affable, nerdy twenty-nine-year-old with a scruffy beard"
newyorker.com/magazine/2016/...

2 YEARS AGO
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Anthony Mathelier
@AMathelier

@MarkGerstein Really nice work! Using betabinomial is very accurate. But why 0.3 as thr for
chipseq? Other tested? 1/2

9 2 YEARS AGO

Genome Biology

@GenomeBiology

A survey of allele-specific expression in @1000genomes - @MarkGerstein &co @NatureComms
bit.ly/1VPCpgh #genomics

9 2 YEARS AGO

Edward Dove
@EdwardSDove

Temporal Dynamics of Collaborative Networks in Large Scientific Consortia:
sciencedirect.com/science/articl... @MarkGerstein et al.

9 2 YEARS AGO

<

‘\ff@“ Journal Picks @ WTGC
b @jnl_picks

A uniform survey of allele-specific binding and expression over 1000-Genomes-Project
individuals: Nature Commu... bit.ly/1VmgIZ1

99 2YEARSAGO

Sciencey Things
@ScienceyBot

A uniform survey of allele-specific binding and expression over 1000-Genomes-Project
individuals.: A uniform s... 1.usa.gov/1re8kO0O

99 2YEARSAGO

RNA_seq
@RNA_seq

A uniform survey of allele-specific binding and expression over 1000-Genomes-Project
individuals. dlvr.it/LsWKRS

99 2YEARS AGO
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Y Yale University
@Yale

Don’t forget parents when celebrating a personal genome bit.ly/1Nx53P1 @NatureNews

9 2 YEARS AGO

F i NYU Primatology
E @nyuprimatology
Amazing new resource @NatureComms of annotated allele-specific binding & expression in 382

human individuals nature.com/ncomms/2016/16...

99 2 YEARSAGO

Y Yale University

@Yale
Researchers annotate elements w/ different activity in mother's & father's personal genomes
bit.ly/1Nx53P1 @MarkGerstein lab

99 2 YEARSAGO

& Camilla Pang
B @millzymai
@MarkGerstein A brill read! I read this paper last week and really enjoyed it! Great that it

separates interior/exterior critical residues.

9 2 YEARS AGO

| Wyatt Yue
@Wyatt_Yue

Nice computational tool to identify #allosteric residues to understand disease causing variants.
@Structure_CP twitter.com/markgerstein/s...

9 2 YEARS AGO

Matteo Convertino
@convertino_matt

modsti.cns.iu.edu # ModSTI

99 2 YEARS AGO
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These distributed computing and scalable storage technologies naturally culminate in the framework of cloud computing,
where data are stored remotely and analysis scripts are then uploaded to the cloud and the analysis is performed
remotely. This greatly reduces the data transfer requirements because only the script and analysis results are transferred
to and from data that reside permanently in the cloud.
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Where next for analysis+storage of sequencing data? From @MarkGerstein & @GenomeBiology
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Going beyond geek chic sfchronicle.com/opinion/openfo... via @sfchronicle @MarkGerstein

9 2 YEARS AGO

gg timelivenews

TINews @timelivenews
Going beyond geek chic — CeBIT google.com/url?ret=j&sa=t...

99 2 YEARSAGO

Y Yale University
@Yale
Going beyond geek chic — by @MarkGerstein et al. bit.ly/1nDvdZp

9 2 YEARS AGO
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Opinion: Going beyond #geekchic — #CeBIT. sfchronicle.com/opinion/openfo...

pic.twitter.com/QPp9gvD1xI

, SAN FRANCISCO CHRONICLE @SFCHRONICLE - 2 YEARS AGO

Lois Kazakoff
@lkazakoff
Going beyond geek chic — CeBIT sfchronicle.com/opinion/openfo... via @sfchronicle

99 2 YEARS AGO

- Evil Geek Magazine™
W @evilgeek

Going beyond geek chic — CeBIT - San Francisco Chronicle bit.ly/1UjMJ1M

9 2 YEARS AGO

B 1 Charles Williams

@ComputerOneStop
Going beyond geek chic — CeBIT: Kaleidoscopic mirrors reflect slogans and fair visitors at the
stand of German... bit.ly/1TyB5Bh

9 2 YEARS AGO
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Lien Bazar
@LienBazar

Going beyond geek chic — CeBIT: ... last season's shoes to fashion week, failing to keep up with

the latest de... bit.ly/1TyuuXA

9 2 YEARS AGO

New File Formats
A Qnewfmts

Going beyond geek chic — CeBIT - San Francisco Chronicle: Going beyond geek chic —

CeBITSan Francisco Chronicl... bit.ly/1UjAhyY

90 2 YEARS AGO

#Code2Cure

@code2cure

Learn about BreakSeq2: a fast and accurate junction-mapping approach for detecting structural

variants bit.ly/1WSwatc

9 2YEARS AGO

Phenotype-genotype

correlation data set

Phenotype 1 «—— Variant 1
Phenotype 2 « - Variant 2

Phenotype q «— Variant g

Quantifying private info leakage from #phenotype-#genotype data rdcu.be/gaWn @MarkGerstein

@naturemethods pic.twitter.com/oTvQlhnKqo

) GEORGE MIAS @GEORGEMIAS - 2 YEARS AGO
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& Orli Bahcall
‘A @obahcall

Quantification of private information leakage from phenotype-genotype data @MarkGerstein
@naturemethods rdcu.be/f8tp

9 2 YEARS AGO

> Nicolas Robine
@notSoJunkDNA
Quantification of private information leakage from phenotype-genotype data: linking attacks by

@MarkGerstein nature.com/nmeth/journal/...

9 2 YEARS AGO

} AlfonsoValencia
@Alfons_Valencia
'Identifying individuals using phenotypes' ... a needed caution note by @MarkGerstein lab

nature.com/nmeth/journal/... @nature via @anavinuela

9 2 YEARS AGO

nextgenseek
@nextgenseek
Quantification of private information leakage from pheno-genotype data: linking attacks.

Harmanci & @MarkGerstein nature.com/nmeth/journal/...

99 2YEARSAGO

naure.  Nature Methods
methods
=== @naturemethods

AOP: What's the risk of being identified by independent data on phenotype & genotype? ($)
bit.ly/1PMs6Fl

99 2 YEARS AGO

Y Yale University
@Yale

As genomic information grows, so do privacy risks — as shown by work in @MarkGerstein lab
bit.ly/1inlormo

99 2YEARS AGO
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Margarida Ruas
@guidaruas
@MarkGerstein review of The Deeper Genome by @JohnParrington cell.com/cell/abstract/...

9 2 YEARS AGO
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Nature Reviews | Genetics

Great read! #genomics ...non-coding sequence variants in #cancer rdcu.be/fVbn @ekta_khurana
@MarkGerstein pic.twitter.com/vKCQOLdzYn

’ SUMIT MIDDHA @BIOINFOSM - 2 YEARS AGO

AlfonsoValencia
@Alfons_Valencia

Interesting review "Role of non-coding sequence variants in cancer go.nature.com/Ouytfp "
@MarkGerstein lab. via @cwcyau @Piwdb

99 2 YEARSAGO

Michael Hoffman
3) @michaelhoffman

Role of non-coding sequence variants in cancer by @ekta_khurana @MarkGerstein in
@NatureRevGenet nature.com/nrg/journal/va... ($)

99 2YEARSAGO
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Ekta Khurana
I @ekta_khurana
Our review on the role of noncoding variants in cancer is now online

nature.com/nrg/journal/va... w/ @MarkARubin1 @MarkGerstein

9 2 YEARS AGO

Genome Biology
@GenomeBiology
.@MarkGerstein &co review the role of non-coding variants in #cancer @NatureRevGenet

bit.ly/1Pdog2n #genomics

9 2 YEARS AGO

_ Nicolas Robine
@notSoJunkDNA
Role of non-coding sequence variants in cancer by @ekta_khurana @MarkARubin1

@MarkGerstein et al. nature.com/nrg/journal/va...

9 2 YEARS AGO

Sumit Middha
@bioinfosm

#bioinformatics #Genomics LARVA: analysis of recurrent variants in noncoding annotations
nar.oxfordjournals.org/content/43/17/... @MarkGerstein @ekta_khurana

99 2YEARSAGO
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